SEQ. ID. No. \0 
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TGGATATGGGTAGATGAAACCTCGGATACGTGGGAGCT^^ 
CCTGGGTTAATCTTGCCCTACTCTCTCT^ 

GGAAGTAGTTGAGATGAATTCTGTACCCAAAGCAGAATCCCCAGCATGTGTTCCTC 

TGTGGAGCCCTGTCAGCACCATCCCCACCCCGAGATGGGGCCGCATCGTCTATGGATGTGCCTTTCT^ 

CTGTCCATGCTATGCCTGGTATTGGCCCATTGGCCCAAACGCCTGTTCTCTGGAGAGCTC 

GTTGCTGCTGGTGCTCATTGTGGGATTCACTT^ 

TCCCCCTGTTGCCTGTTCTCCTCTGGTCAGCATCTCTGCACATGTTTACCTGATGATG 

CCCAATGTGGAGTCTGGATGTTGATTGGATTTGCTATGTATTTTGGATATGGGATCCCACA 

CAGCCACCAGCGTCAAGCTCCCAAACTCCTCATGAAAACATCC^ 

GATGGTCCAGTCCACTGGAGGTGTCCTCTGGATGAAGGGAAAGTGTGAAGCTCTGTGGAGCATG 
AA&GCCCCTTGTGCATTGCCAGTGAGCAAACACTTC 

GTTTGTTATAGAGGTGAGGACTTGCTCTGTTGCCCAGGCGGAAC1TGAACTCCTGGGCTC 

TCTTCCAAGCAGCTGGGACTACAGGTACCCCATCATACCCAGCTTAACAAAATATCTTTATTTGAT^ 

TTTTGAGACAGAGTCTCGCTCTATTGCCCAGTCTGGAGTGCAGTGGCATGATCTTGGC 

GGTTCAAGTGATTCCCCTGYGTGAGCCTCCAGAGTAGCTGGAATTACAGGCACATGACACTC 

TTATTAGYAGAGACCAGGTTTCACCATGTTGGCCAGGCTGGTCTTGAACTCC 

CTCCCAAAGTGCTGAGATTACAGGCCTGAGCCACCGTGCCCAGCCAAAATAACTTrAAAAACTTAC 

ACAAAYAAAAGTTGTCTATGTTTATGGTGTACAATTGC^^ 

Fig, 15 

SEQ. ID. No. 13 
142 aa 

MGPHRLWMCLSACCPAVHAMPGIGPL^ 

PEQHSSLLQGPP V ACSPLVS IS AHV YLMMQMTTETW AQCG VWMLIGFAMYFG YG]PHSLE 
NNQQPP AS S S QTPHENIPS PLLN 

Fig. 16 

SEQ? ID. No. 14 
119 aa 

MNSWKAESPACVPEASSTPASLWSPVSTIPTPRWGR^ 
KRIJFSGELrnAAAVLLLVLrVGFTFTVWRQP 

, Fig. 17 



SEQ. ID. No. 15 
140 aa 

FRYQPDENFS KNEKPKEEW EMNSVPKAES PACVPEASST PASLWSPVST IPTPRWGRIV 
YGCAFLLWL LSMLCLVLAH WPKRLFS GEL IYIAAAVLLL VLIVGFTFTV WRQPQSNTPL 
YFKVPLLPVL LWSASLHMFT 

Fig- 18 
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SEQ. ID. No. 1 1 

TGGATATGGGTAGATGAAACCTCGGATACGTGGGAGCTACCGTGGGTGTATTAGGCTC 

TCTGATGTTGGATGAACAGGGACCTGGGTTAATCTTGCCCTACTCTCTCTAATTCAGGT 

ACCAGCCAGACGAGAATTTCAGCAAGAACGAGAAGCCGAAGGAGGAAGTAGTTGAGA 

TGAATTCTGTACCCAAAGCAGAATCCCCAGCATGTGTTCCTGAAGCGTCCAGCACTCCG 

GCGAGTCTGTGGAGCCCTGTCAGCACCATCCCCACCCCGAGATGGGGCCGCATCGTCT 

ATGGATGTGCCTTTCTGCTTGTTGTCCTGCTGTCCATGCTATGCCTGGTATTGGCCCATT 

GGCCCAAACGCCTGTTCTCTGGAGAGCTGATCTACATCGCAGCGGCTGTGTTGCTGCTG 

GTGCTCATTGTGGGATTCACTTTCACCGTCTGGAGACAGCCCCAGAGCAACACTCCTCT 

TTACTTCAAGGTCCCCCTGTTGCCTGTTCTCCTCTGGTCAGCATCTCTGCACATGTTTAC 

CTGATGATGCAGATGACCACTGAGACCTGGGCCCAATGTGGAGTCTGGATGTTGATTG 

GATTTGCTATGTATTTTGGATATGGGATCCCACACAGCTTGGAGAACAATCAACAGCCA 

CCAGCGTCAAGCTCCCAAACTCCTCATGAAAACATCCCTAGTCCCTTGCTGAATTAGTT 

TAACCACGGAAAAGGGATGGTCCAGTCCACTGGAGGTGTCCTCTGGATGAAGGGAAAG 

TGTGAAGCrCrGTGGAGCATGAAGAGATGGAGTTTCACCTTGTTGCCGAGGCTGGTCTT 

GAACTCCTGAGCTGAAGCCATCCTCCTGCCTCTGGCCTCTAAAAGTGCTGGGATTCCAG 

GCGTGAGCCAGCGTGCCCGGCCATCATGTTTACTTCAAACAGATTTTCTCTGGCGTCTT 

CTAGGACACrTGTATCTGATCTTTACTGAAAGTCACATTCTTAGCAAGACTTAACCTTA 

CATCCTGAGTAAAATTGCGAATTCCACAGATGCCCTCAATCTTTCCTGACCTCGGCTCC 

TCTrCTGTTTCCCGGCATGGCTTGAAGCGCAACGGCATTCTACCTGTTTACTCAGGATG 

TGTCTTACCATTAAAGTCCCTGCCTGCAGAGCAGTTGGCTTGATTTCACCT 



Fig. 19 
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SEQ. ID. No. 12 

TCTACTAAAAATACAAAAAATTAGGTCAGGCACAGTGGCT^CGcS^TC 

G^GGAGTGGATCACAAGGTCAGGAGTTCOWGATCAGCrT^^ 

AATTAGCCGAGCACGGTG^GACGCCTGTAA^SS 

TCTTCACTTATTTAGCTTCTGAAGTTCAACCTGTTCTCC^raar^ 

^<k:ctggtattggcccattggcccaaac^cctct^tctg 
^ccccacaccaccctcctg^S^ 

GGCAGTTGCGAAAAACCAATGGACTGTTCATGGACACCCCCrcrar^ 



CCACCCCTTGGAATAAG 
rCTCTGGTC 

■■■■■ 



:CTTTCCCTATAGCTGTC 
'CGCTTGAGACCAGGAGC 
GCAGTGGCTCGCACCTA 
CCTGG CCAAC ATGGTGA 
ACCTACTCAGGAGGCTG 
ACTCCAGCGCAGGCGAC 
AAAAAAAAAAAAAAAAA 
AGGATCGCTTGAACCCA 

-£*^CAAGAAAACCT^ 

TTCCTTTCATTGTCTCATTTCCCTGCTAGGATTTGCTATGTATTTTGGATATGGGATCC 
^^CAGCGTCAAGCTCCC^^ 



*™^^ AGGCTC ^ GTOAGCCATCATCATCC ^ CT ^ C TCCAGCCTGGGCAATGGAGCGAAG 



TTTGTTTGTTTGTTTGT 
:CTCCTGCCTC 
X3ATTTTTTTT 

:ctccgcctcc 

.GCTAATTTTT 

^OTCCAAAGTGCTGAGATTACAGlKCTGAGOTTOTOCttGCCAAM 



ATTAGYAGAGACCAGGTTTCACCATGTTGGCCAGGCTGGTCTTGAACTCCTGACCTCAAGTGATCC. 



TGCCCAGCTAATTTTT 



J GACAAAYAAAAGraGTCTATG ^ TATTOTCTAC ^TTGCATATATTATATGTATTAA^ 

TWTTTTTGAGATGGAGTCTCCCTCTGTCGCCCAGACTGGAGTGCAGTAGTGTGATCTCAGC^ 

CCCAGGTTCAAGCAATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTACAGGTGTGCCCCAC 

TTGTGTTTTTAGTAGAGACGGGGTTTCACCATGTCGGTCAGGCTGGTCTCGAATGCCTGACCTCA^GA 

GGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCACACCCAGCCTTACGTGCCATTTTTOTTTTTT^ 
AAACATTTAAAATGGCCGGGTGCGGTGGCTCATGCCTCTAATCCCAGCAC™ 

acgtcaggagttcaagaccagtctggccaacgtggcgaaaccctgtctc™^ 

agtggcaggtgcctgtaatcccagctactcgggagactgaggcttgaacccagaggcagaggttgcagtg^ 
gcaccattccactccagcttoggcaac^^ 

Fig. 20 Part 1 
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CHARACTERISTIC 
mRNA 

Exon 

Exon 

Exon 

Exon 

D i v_Cha rakterieti kum 

SEQIDNO. 13 
D i v_Ch a r a k t e r i s t i Jcum 

SEQ ID NO. 14 

SEQIDNO. 15 
Div_charakteristikum 

D i v_Char akt e r i s t i kurn 

Div_Charakteristikum 

Div_Charakteristikum 
Div_charaJ<teristikum 
Div_Charakteristikum 
Div_Charakterietikum 
NUMBER OF BASES 333 a 



Localization/designation 

Combine (i. .312,313.-479,480. .587,588. .1437) 
/Feature o w CAT-A mRNA Exon 1-4 " 
1. .312 

/Feature -"CAT -A Exon l n 
313 . .479 

/Feature » D CAT-A Exon 2" 
480 . .587 

/Feature ="CAT-A Exon 3" 
588 . .1437 

/Feature « "CAT-A Exon 4" 
27S . .703 

/Feature = n CAT-A ORF -Start -1" 

/Translations "MGPHRLWMCLSACCPAVHAMPGIGPLAQTPVLW 
RADIjHRSGCVAAGAHCGIHFHRIiETAPEQHSSLLQGPPVACSPLVSI 
S AHVYLMMQMTTETW AQCG VWML I GF AM YFG YG I PHSLENNQQP PAS 
SSQTPHENIPSPLLN. » 
174. .530 

/Feature -"CAT- A ORF-8tart-2 " 

/Translations "MNSVPKAESPACVPEASSTPASIiWSPVSTIPTP 
RWGRIVYGCAFLLVVLLSMLCLVtiAHWPKRLFSGELIYIAAAVLLLV 
LI VGFTFTVWRQPQSNTPLYFKVPIiLPVLLWSASliHMFT " 
Div_Charakteristikum 111. .530 
/Feature -"CAT -A ORF-3" 

/Translations" FRYQPDENFSKNEKPKEEWEMNSVPKAESPAC 
VPEASSTPASLWSPVST1PTPRWGRIVYGCAFLLWLLSMLCLVLAH 
WPKRLFSGELIYIAAAVLLLVLIVGFTFTVWRQPQSNTPLYFKVPLL 
PVLL WS AS LHMFT n 
482.. 661 

/Feature ="58% homology to humans -CAT3 GB 

ACC. AF320612" 
482. .667 

/Feature «"63% Protein homology to cationic 
amino acid transporter 3 [Rattus norvegicus] GB 
ACC.BAA20133 .1" 
4S2. .682 

/Feature o"protein homology to ecotropic 
retrovirus receptor (Rattus norvegicus J GB Acc. 
BAB83893" 
24 . .500 

/Feature o»hom-rat-baa20133 . 1-31%" 
24. .500 

/Feature - " horn • mouse - c a 1 3 - AAB 09593-60%" 
482. .667 

/Feature « "hom-mouse-cat3 -AAB09593 -40%" 
500. .682 

/Feature « " horn mouse- cat2 - AAA3 7372-42%" 



345 c 



341 g 



415 t 



SEQ ID NO. 10 



TGGATATGGGTAGATGAAACCTCGGATACGTGGGAGCTACCGTGGGTGTATTAGGCT 

AGGGACCTGGGTTAATCTTGCCCTACTCTCTCTAATTCAGGTACCAGCCAGACGAGAATTTCAGCAAGAACGAGA 
AGCCGAAGGAGGAAGTAGTTGAGATGAATTCTGTACCCAAAGC^GAATCCCCAG<^TGTGTTCCTGAAGCGTCCA 
GCACTCCGGCGAGTCTGTGGAGCCCTGTCAGCACCATCCCCACCCCGAGATGGGGCCGCATCGTCTATGGATGTG 
CCTTTCTGCTTGTTGTCCTGCTGTCCATGCTATGCCTGGTATTGGCCCATTG 

AGCTGATCTACATCG CAGCGG CTGTGTTGCTGCTGGTGCTCATTGTGGGATTCACTTTCACCGTCTGGAGACAG C 
CCCAGAGCAACACTCCTCTTTACTTCAAGGTCCCC 

TTACCTGATGATGCAGATGACCACTGAGACCTGGGCCCAATGTGGAGTCTGGATGTTGATTC 
TTTTGGATATGGGATCCCACACAGCTTGGAGAACAATCAACAGCC^ 
AAACATCCCTAGTCCCTTGCTGAATTAGTTTAACCACGGAAAAGGGATG 
GATGAAGGGAAAGTGTGAAGCTCTGTGGAGCATGAAGGTGGGATACACTTAAAGCCCC^ 

GCAAACACTTTTTAAAAAACTTTAl' r rT G T r GT I T GT 1 TOTTTGTTTGTTTGTT rGTTTGTTATAGAGGTGAGGA 

CTTCCTCTGTTGCCCAGGCGGAACTTGAACTCCTGGGCTCAAGTGATCOT 

GGACTACAGGTACCCCATCATACCCAGCTTAACAAAATATCTTTATTTGA 

Fig. 21 Part ] 
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Tri Tl T AATTAGTATTTATTTCTGTTCCTT 

AATJATCTACCATCACACACTCTAGTTAAAGCCAAAGCTCCGTAGGTAAAGCTGACCAGCTGTCCAGAGTTCTCA 
GCTCATGGAAI Cl ' ltaC J . 1 C 1 X GATI w rTATGTTAATTTCTGAAAGTCAGAAATGTCATCTCQUUVAAGTGCTAAGG 
GGGTTGTAAAAAATAATCACTATATTTGCTATTATAGTTGTAGGTATGCAGTATATTTTCTTT1 (-"!' 'i I CI 1 1 C T T 
TC TTTTTTT TT T T TTGAAACAGAGTCTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCAGCGATCTAGGCTCACT 
GCAGCCTCCGCCrCCCAGGTTCACGTGATTCTCCTGCCTCAGCCTTCCAAGTAGCTGGGATTACAGGTGCCCCGC 
CACCACCACGCCCGGCTAATTTTTGTATTTTTAGTAGAGATGGGGTTTCJ^CATGGTGGCCAGGCTGGTCTGGAA 
CTCCTGACCTCGTGATCTGCCCACCTrGGCCTCCCAAAGTGCTGGGACTACAGAAGTGAGCCACCGCGCCTGGCT 
TGTA1"1UU ' C'1U ' AAAGAAATAAAAAA.CTAAGAAGAAAATGCCACTCATCATCATTGGTATAGCAATGTGGTCAGCA 
GGAAAAGAAAATACTGTGATAAATTTGTCTCTTTAATAAAGAAGA^ 

GGTTTTTCACTAGATA TTTCT TT T ACTGCTGCTCTTCCT T CT I T rCTACATCTCATATTAGAGGATTGGACAGCC 
TTTAAAACTTCATTGACAGGAGCAAATCCAGTATGCACTGATTTi. i i i J. 1 1 i rTTTCTTTT rTTTTI iTTTGGTG 
AGACGGAGATTTACTCTTGTTCTCCAGGCTGGAGTGCAATGGTGCGATCTCGGCTCACCGCATCCTCTGCCTCCC 
GGGTrCAAGCAATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGATTACAGACATGTGTCACCACGCCTGGCTAAT 
TTTGTATTTGTAGTAGGGATGGGGTTTTACCATGTTGCCCAGGCTGATCTCGAACTCCTGACCTCAGATAATCCG 

CTCGCCTCGGCCTCCCAAAGTGCTGG<3A1TGA(^GCGTGAGCCACTGCACCCAGCCTGATTO 
ACTCTAACCCATCAGAGAGCCCGGTAGTTTCATTCTCACGAATACTCTAGCCGTGAAAAAAACTCAATAGGACAC 

AGACGAATCCAACGAATAGAAGAAGAAATCTATTGAGITTTCSGGATATTT^ 

TGAAACCTAAACCTCCCATTGTAAACAGGAAGCTGGATCCAAGTCCTTCCATAATAATATTGTCCACTTACTCTG 
TAGGCCAAGAAAGCTACTGGCCTCTGATGCCCTTGTTCATCAGTCATAGAGCCAACACCTGGCGGTTCAACCGTA 
ACATCATAAACGATTCCTCTGGTGATGAGGAAGTAAGACACCACCACCAGAGCATACATAGTCATGGCCAACGGC 
A^GTGCAGCCAGGGCGGCTTCTTCAGCTrCAGGTTGGGACATTCAAGCGCTAAGAACGGGACACGGTACAAAGTC 

TCCATGTTGGTGGCAGCAAGGGCCATTCTCGGCCTC 



SEQIDNO. 16 



Fig. 22 
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CHARACTERISTIC 
Exon 

Div_CharakeristiJcum 
Exon 

Div_charakeri s t ikum 
Exon 

Div_chara)cterisfcikum 



NUMBER OF BASES 



426 a 



Loca lization/desig nation 
1..288 

/Feature » n Exon 3" 
complementary (x . .288) 
/Feature . « homologous to 

XM^0347lO<mRNA-782.1070 end section . seq U>2 88) - 

/Feature -"exon 2" 
complementary ( 62 1 . . 8 6 3 ) 

/Feature * » homologous to XM_o 3 4 7 1 0 - mRNA - S 3 9 - 7 s 2 
part .seq (1>244) » /e^ 
1183 . .1686 
/Feature « « Exon 1 " 
complementary (H83 . . 1686) 

/Feature «.» homologous to XM 034710 -mRttA-37 -S28 - 
part *seq(l ~ JJO 

403 c 350 g 507 t 



TTTO 



GCTCATGGAATCTTGCTTCTTGATTTTATGTTAAT^ 
GGGTTGTAAAAAATAATCACT^TATTTGCTATT^TA^ 

TCTCTmTITiWBr a «V™ A^rTGCTATTATAGTTGTAGGTATGCAGTATATTTTCTTTTCTTTCTTTCTT 
GGAAAAGAAAATACTGTG^ATAA^TTTCTGTC^^TAA 

^^ C ?™^ CCCA ^ TAAACAGGAAGCTGGATCC ^ QTC CTTCCATAATA^ 

ATCTGCAGCCAGGGCGGCTTCTTCAGCTTCAGGTTGGGACATTCAAGCGCTAAGAACGGGACACGGTA 
TCCATGTTGGTGGCAGCAAGGGCCATTCTCGGCCTC uooAuw.i.faMC/lAAfaXC 

SEQ ID NO. 16 

Fig. 23 
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CHARACTERISTIC 
Exon 

Div_Charakteristi)cum 
Exon 

Div_Charakteristikum 

Di v_charak t era 3 t ixum 
Div_Charakteris t ikum 



NUMBER OF BASES 



307 a 



Localization/designation 
748 . . 1035 
/Feature -"Exon 3" 
748. .1035 

/Feature « homologous to 

XM_034710-mRNA-782-1070-end section. seq(l>288) » 
505 .. 747 

/Feature -"Exon 2" 
505. .747 

/Feature = " homologous to XM 034710-mRNA-53 9-78 2 - 

part .seq(l>244) ■ 
1. .504 

/Feature a 1 ' Exon 1" 
1. .504 

/Feature =" homologous to XM 034710-mRNA-37-53 8 - 
part .seq(l>502) " 
194 c 222 g 312 t 



GAGGCCGAGAATGGCCCTTGCTGCCACCAACATGGAGA< 



™5£ C ^5 ATCACCAGAGG ^ TCG ™^ 
™ G ™^ mACAATCGGAGGmAGG " TCATAATCC ^ 

?T C ^ A ^P AAAGOCTQTCCAATCCTCTAATATOAGAT ^ 
A ^ A ^ AG I GAAAAACCAGG ^ GTaTA ^AAGCTTGGACTAGAAl^ 

CTGCATACCTACAACTATAATAGCAAA ^ 
GA ° A ^ ACA ^ TGACT " CAGAAA TTAACATAAAATCAAGAAGCAAGArrCCA^ 

AGACTGC7GCCTGAACAATAACATGTATGAAAGGAACAGAAATAAATACTAATTAAAAAA 

SEQ ID NO. 17 



Fig. 24 
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°1^ TER,ST,C ^^on/designation 
2118.. 2524 

Exon f!!^ 6 18- 

1976. .2117 

1867. .1975 
Exon feature -"Exon 16 « 

tX ° n 1785.. 1866 

Exon ***** ="Exon is - 

1645.. 1784 

Exon /Feature ."Exon 14 « 

1581.. 1644 

^on = n Zxon 13 « 

1488 . . 1580 
Exon /Feature -"Exon 12 « 

n 1298. .1487 

Exon /Feature -"Exon li « 

1144.. 1297 

Exon -"»on 10" 

H13. .1143 

2X011 557. ma"""" 9 " 

e 88 . . 1023 
Exon /Feature H » E xon 7" 

XOn 730.. 887 

/Feature ««Exon 6" 
S97. .729 



Exon 



Exon f Q eature = ,,E *°n 5" 

OD 484.. 596 

p xon /Feature ««Exon 4" 

fiXOX1 400.. 483 

Evnr , /Feature -"Exon 3" 

EXOn 367. .399 

E5fr > n /Feature ="Exon 2" 

8X0,1 1..366 

NUMBER OF BASES < 7S f^^on ^ ^ 




Fig. 25 Part 1 
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CHARACTERISTIC 
Source 



Exon 
Exon 
Exon 

Exon 

Exon 

Exon 

Exon 

Exon 

Exon 

Exon 

Exon 
Exon 
Exon 
Exon 
Exon 
Exon 
Exon 
Exon 

NUMBER OF BASES S613 a 



Localization/designation 
complementary (l. .24801) 

/Organismus-^Horao sapiens" 

/db_xre f ■« t axon : 9 60 6 " 

/Chromosome- " 19 " 

/Clone « "CTC- 3 3 1H2 3 n 

24395. .24801 

/Feature «"Exon 18 " 

2400S. .24146 

/Feature «»Bxon 17" 

22324 . .22432 

/Feature -"Exon 16" 

20762. .20843 

/Feature »"Exon 15" 

18300. .18439 

/Feature ="Exon 14" 
. 18108. .18171 

/Feature -"Exon 13" 

17922. .18014 

/Feature — M Exon 12" 
16123. .16317 

/Feature ="Exon 11" 
15647. .15800 

/Feature ="Exon 10" 
11054 . .11084 
/Feature ="Exon 9" 
10680. .10768 
/Feature »"Exon 8" 
10201. .10336 
/Feature = "Exon 7" 
9368. .9525 
/Feature »"Exon 6" 
7580. .7712 
/Feature c"Exon 5" 
7332. .7444 
/Feature « " Exon 4" 
1862. .1945 
/Feature » w Exon 3 " 
864. .896 

/Feature «"Exon 2" 
1. .366 
/Feature -"Exon 1" 
6407 C 6621 g 6160 t 



SEQIDNO. 18 

GGCGCGCCCGGGGTGCCGCTCCCTGCCTGGCGCGCTCCG^CCTGGAGGTC 
GGAATTTCCCTGTGGCTCCTTTGATCCTTCGAGTCTCCAGCTCCT 

CAGGATCCTGGTCCCTGCTACGTTTCTGGGGCCATGGCTGGTCTGGGCCCCGGCGTAGGCTATTCAGAGGGGGGA 

CCCCGGCCCCTGTITTGCAGAAAGGGGGCCCTGAGGCAGAAGGTOT 

GCTCGCTTCTTCAAGGAGCCCACCTTCTGCAGC^ 

CTGGGGGACGAGGGGACTAGGGGTGCAGACTCCTATCACGCCGACCCCTGTGGAAGGAAGAAGGAGGGGGCTGTA 
GTCCCGACTCCCAGGTTCTAGGATGGCCAGGGAACGCTGGGAGCTTCGACTCCTGGGTTTCAGTGAGGAGGAGGC 
TGGTTCCTGGAGTGCTGGGTCCGAGGGAGGAGGAGGCTGGAGGACAGAGGTCCTGGAGTCTTGGGTCTGAGGGAG 
GAAGGG CCTGGGGGG CTGGGAG C CTGGATTCCTGGGTCTGAAGGAGGAAGAAACTGGGGGCTGAACTCCAGTCT A 
AGGGAAGAAGGGCTGGGGGCCAAAATTTCTGGGTTCTAGAAAGAGGAGGTGGCCGGGGCTTGGACACCTGGGCCC 
TCCGGGAGGAGGGTCAGAGAGCGCAGGCCCCCTGTGGCTCGCAGAGGTTGGGGGTCCAGGTACCCCTTTCTGCAC 
TGACCTAGGATCCCTGACTCTTCCAGGGGTATCGGAAAGC^ 

GGGCTCCTGGGACCCTCAGGAGGGTGGAGGCTGGGGCCCCACAGCTGAGGCTGCTTGA 

CCCCAGAGAGGCGCGGGGGAGCCCGGGGCGGGGGGTGTGGCAGAGACACAGCCTGTGGTGGGGAGGGAGCTTTGA 
TGGTGGGGCCACCGCGGAGGTGGTGCTGGGGGCCCCTCCCTCGGCCGGC^ 

ATCTGTTGCCATGGGAACATGGAaATTTGGAAAAGGGGAGCTGAAGGGGGGAAGGGGGAGGGGGCTGGAGATGCA 
AAGTCAGAGCCCCCCCCCACCCCAGGCTGCCGTCGCCATGACAACACCAGCCGTCCTAGGCAGGGGCAGGCCGGG 

Fig. 26 Part 1 



